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Z<Dti\m<D%mZ, *K^'J> (cadherin) LfcfffliS1M*e^KBa4?*$lff£ 

10 

(adherens junction: AJ)l*s *B&<Dil&& < Cfc<D-C#<t^SW* 

25 C(DjS*WbtM=-r4fcft* Cfl)ttlR©*W«*Id\ 7 *y h©Ba^b^O^©gf 

??fc"fr*afiII©»a£IMrU r-a-7tf>j (neurabin) £:ifr£ LT^lc^s* 
BRUTES (1#ffl¥ 10-276784 0 * €>(C C ©ttfi©liBf8$«f*, «r«© 
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• F-7^f^^/^H-777fO (afadin) C<D l-7 77f-f 

¥ 1 1-89572 ^t£$B, 7K>*>> : 11-174687-51) o ^Lr^iblC. CCOttl^CD 

5 Sifc^afli: LT*£*> (nectin) - 1 a, - 1 0 <fcrj;*>? > - 2 a. -25 
£ft£LTl/>& (J. Cell Biol. 145:539-549, 1999) o Cft b<D* £ ^ ^- 1 . 214, 
Ca 2 + &&#&(D&£^n^U>m£^#*T*fcy* 7777-f V*5*tf?K>^>t 
£ tic, AJ J^ic lOCOli Itf^fflt^Ci^iaiLT^I) (Genes Cells 
4:573-581, 1999 : J. Biol. Chem. 275:613-618, 2000) 0 

10 

ffltefii*<D»^tt»*igffl-r-5ci:(*. Willi. 4fiB<D&iS. ^(D^^_XA. 

15 

20 CttBlfc LTt**. 



25 C©tt}^(4, ±ge©I$g£#i?&-t$*©<t LT* E3M*t2* 4 J: 6 © * ft 
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K*aitt1--5o Z<D-tf*)*5 \s*=f- Klc(3\ DNA. mRNA, cDNA 

Cflffi&tt. £*=>(:: s 3«KD*£ 3 — K1"3 cDNA tLT. SB?J# 



MSfcttli3 o©/<'J7> hT?©&aE5«L 3j8t- 
3 r T*0&Mm#\* T«l*i/^±;U^^K, 2fiTS(*K1til1IJft» MEPI47X 

* 

0 2(4. t^f>-3a(D trans homo-interaction £5tsg Lfcfca^'CfcSo (A) 
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a(D$ggtU/<;U-T?fctK ®!&<Dm&ty : £ SDS-PAGE Kg&BU tt* 

£^>-3a;KU£a-^juft&£m^T0xx$>:;a^ h^ffiLfc. (B) I* 

fflft^ftSttT'fcy, 0I4&L&BS&, • f4*£^>-3 a|g3|LM&T*fc$ 0 

(c) (*aiiaaimsttT?fcy, cii*&i_«ft. c2ii*^>-2«*aLH 

1^314, ^f>3a(D cis homo-dimer Jf2$£ir£s&Lt-$£^fc$o 

1 a£^Lij«|fci:#^$Hb*^>-2 at4£$iLfHM: ; B 1 - B 3 (4&f£<k 
*£^>- 3 a£«L«ltei*i3NMSMb*$*:/- 1 a3B5Lttlll&# ;C1-C3 
l*8H8Mfc*$*:/- 3 tf3fiaL«||iai*i:*Sttfls*<7^> - 2 a%£Lflll&$ ; A 
1 „ B1s CI ti^^n > h77. r*5g«li& ; A2, B 2, C 2(4&&SI00!i 
15 A3, B3, C 3 l*tttt#*r©e* /<-{* 40// m $ . 

IS 5 I*, 2^^(DU^BS^CD^^^CO^^^3fe^0^ii^T*fc^o A 1 - A 3 It 
1 a&SlL$fflfi&&±:- 2 aMLM ; B1 -B3l±^^f >-3 a 
&mL®m$;k~ 1 ff^^L^BS^ ; C I -C3l4*£^:/-3 ff^SLiWt 
-2<*&gtLflBg§#:; A 1 „ B 2\tZ J ?^>- 7 a ; A 2, C2/i^^>-2 
20 «;B1IJ^f>-3a (^^O-t^) ; ClW^f>-3« (^'J 
- $ □—■ *-;Uftft0 ; A3, B3 X C 3 (40f m^fe^fe 3o /<— (4 10/i m £^f P 
H6I4* trans hetero- interaction <D$m&%m&Ltz&$kV& V „ 2fflflS&ftGDl& 
« ($IIHb*fflfi&i:[!ilI$Hbiiffl8&) £3Mttl::#*rLfco AliMSfc** ^>-Tor 

25 36lLafittt#a»fc*(?f>-1 a3ESIL*ffi|&tfc ; C lift ft It* 0 f > - 3 a 

BTI4, *£^>-3 a£fcli- 2 a t<D cis hetero-dimer ff£# 

fcBKfcl&S-e&S. A!4 cis dimer iJ2/£C»ifc$xT?fc&o A 1 I4*^>- 1 « *S 
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Lfa&ft or/ 3 or L ®fi&ft (U-l/2) ; A 214*$ * V 

-2 ar|ggEL|fflB$|fc <U — >1 ) £-2 a/3 «&& L ttHfig; ( U— >2) T*fc6 0 

B8I4* *^^>-3©«a^fli$K^fceftT?&S. AI4*£^>-1, -2 
fc*tf-30y-1f;/?n? h#tf©fi£T?fcy % A1li*^f>-1 ;A2(4* 
2 ; A 3 f4*£^>- 3 Bl4*£*>-3a» -3£fcJ;tf-3 

10 -3 0, B3li^>7f>-3rt'fc5, U->1 l4'bf$L U->2l4f}&\ U->3 
I4fl9tt, U->4(4((ifU U-VSttlfrK, U->6(4#te|fc, U->7(4WI$L U 

Tf&S 0 Af4*£^>-3 a ; 6(4*^ >-2 ; Cl*0M3T»fc£ o JIWIi'Mft© 

15 ^§P^P B 1^^-r o /<— 14 10^m-efc§ o 

01 0(4, T t7 t ir -f ><t*£^>-3 of £©EftW£fi££W'Cfc|g!!-Cfc*o 
^91(4ii*^-^eW GST-nectin-3 a -CP, $c0f4gfe£-^S R MBP-afadin-PDZ $^t* o 

7^X^S^^^f >-3 tf f4, SB?>J##1 lcJBaEM*asLfc 1650bp CD cDNA 
(ca-K**ifcg6ftT?fciK BSWIZlC^Lfc 549 fl)7S / KR5H**T LX-l^ 
3o Sfc* CO^^f >-3 a <7)£ cDNA 14, ffi$lJS# 7 [C^ Lfc 2178bp <0£&E 
25 JIJ*WLT^* 0 

*£^>~3 0(4, £$IJ»3 [C&£E9iJ&3%L*: 1533bp <0 cDNA lea - 
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3 r \ts ^m^SiZ^mn^Ltz 1317bp£> cDNA 
Kits DNA ftfl;ctot^ff>-3$li^tS^l:[l *$*>-3£ 

15 
25 
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5 

#J£*Tf 5 C£ cDNA "Cfcy, IME*$*:/-3 a. 0 fc «fc r £ * 

•^■'Ji^^Utf #'J * 5— tfi£M&f£ (PCR) 

* 

25 #1* 3*fcl*5C:J3UT. 1 StcteHSMO)*? Ut* K©ttfcU 
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Z0mW0#t)X$ l,*? Kiel*, EJUHK 3*t;l45T?a$*lSttftS5H 
5 CD(,*frfc58B#*fc£E$lI££i; DNA BfJt (10bp &±) . fe 5 b ©7 

Hilt, tK'J £ n-i-Jlsfa&Ztz&^S 5 n— L 

15 

1 . 

* EST f-^^-X^b, 1 2 (=Kft(LTt*$*<, H-T?tt* 

L^3i|©70X EST £ D — (A11428160, AA492633, AA497887) 
cDNA (Clontechtt) frfc PCR igijg Lfc 0 Cftb cDNA i&£!fel£^P-?£ 

cDNA ^-f^^'J- (Stratagene ft) £X2 l J— cDNA 
25 &&mm<b&'feit, DNA sequencer (ABI 373) tffl^TfTofc. 



1. 2 ^^f >-3^/<^^-£Dli 
^££-pCAG!Puro (J. Biol. Chem. 275:613-618, 2000) s pCAGlPuro-FLAG, 
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g 

pGEX-KG (Anal. Biochem. 192:262-267, 1991) , pMal-C2 (New England Biolabs 
Inc.) fc<fctf pFastBad-Msp-Fc (J. Cell Biol. 145:539-549, 1999) £ffi^Tlel"F<D 
^^^>-3%3^K^^i— £$^Lfc* &fc\ pCAGIPuro-FLAG Its prepro-trypsin 
*>^;U^^Kt pFLAG-CMV1 (Eastman Kodak Co.) CD FLAG XbTh-^fc 
5 pCAGlPuro UH*:7£ n~ - c <Hc£ o "Cft f& L tc D 

(a) pCAGlPuro-nectin-3a : IS5t]#^2CD1 -549 (±&) 

(b) pCAGIPuro-FLAG-nectin-3a : E*lJS#2<D 56 - 549 

(c) GST-nectin-3a-CP : 2 CD 433-549 ($Bf&g^i$) 

10 (d)GST-nectin-3a-CP-AC : ffiJlJS-^ 2 <D 433-545 ( C ^ 4 7 5 J KSSCD*$:) 

(e) GST-nectin-3 r -CP : £9]$-^ 6 CD 397-438 UIBi&KI&Jg) 

(f) pFastBac1-Msp-Fc-nactin-3a-EX : ffi#l*# 2 CD 56-400 (ffflfiSnt«i¥) 

1 ■ 3 Jf2H&&ftiffflI&CD}3i^ 

(nectin-1 a -L cells) £ t* £ ^ *t? A • *C 2 a * 6 LtBI@$ 

(nectin-2a-L cells) its J ttl-$*l'X1til (J. Cell Biol. 145:539-549, 1999* J. Biol. 
Chem. 275:613-618, 2000) icffiifcCD^aTJtttfi Lt- a ■ *>7^^-3 a 

20 £2£^t*£L$9B§|* (nectin-3a-L cells) tt % ISJ^ft^? £ -pCAGIPuro-nectin-3 

* a*ffll^ftltLfc, 1 at FL*G-*£*>-3«£*U:3g«-*-*«ifl& 

t* (nectin-1 a /3 or -L cells) „ ^ V- 2 a t FLAG-*£^>- 3 a 

l-SSSf^^SBa^ ( nectin-2 a /3 a -L cells) I*, * *l ^ H , ®BSft (nectin-1 tf-L 
cells fc«fci; nectin-2 ae -L cells) I". Lipofectamine reagent (GIBCO BRL) IfflUt, 
25 pCAGlPuro-FLAG-nectin-3 ce £ h7>X7i^Va >t§Ci:l:J:ut^Lf:o & 
IfflBSfcli, 1 SiS^^, S^g/ml CD puromycin (Sigma Chemical 

Co.) iz&oXMViLizo 
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1 . 4 &ft<Dtt& 

*<7^>-3 alZft+ZWftiitom <#'J*n— J-JUtttt) £. GST-nectin-3 a 
-CP fttrvKt LTflFf£Lfc 0 *£^>-3|::&-r£^ h^^n-^Jbftftl*, * 
£^>-3 a®fQ|&*MIMj: IgG Fc LTftj£Lt- 0 
5 a tKU^P— J-;u8tf*(*&gt (J. Cell Biol. 145:539-549, 1999) (CIS 

©©*a-eftfifcLfco atf>75/g££S 450-468 {Z^fctZS 

J&*3*F&Vimt LT>>iM=ft*£*>-1 a^J£a-*;i,fcf*£*«t (J. Cell 
Biol. 145:539-549, 1999) lcE«©#&fC«fc y flsfiELfco 77 
-2^y ^P— f-;u£t&£:S:f& (J. Cef/ Biol. 145:539-549, 1999. Exp. Ceff Res. 
10 235:374-384, 1997) l=E«©*&"e. - ^/ £ n-^-;L,fc£ t^-fr 

^ • ^^n-tJ^I-777f^ <J. Cell Biol. 139:517-528, 1997. 

Oncogene 18:1609-1618, 1999) [cffi!fc0)*&T?flFfifc Lfc, 5nhfit E-7J K^'JV 

£n-*;ufcttiittmii± <PbW4$*ifc 0 FLAG 

£ n — fjHS^I* Eastman Codak & y iAlfco 

15 

lfflI&SJfc7?-fe-f (Cell Aggregation Assay) ft. 3tflt (J. Cell Biol. 145:539-549, 
1999. J. Biol. Chem. 275:613-618, 2000) lcE«<D£&KI£ o Tftitc* 2 

«a©Laifittw-e©ffl^«ia**rv-b-rtt, a ceii bioi. io3:i7i-is7, 

20 1986) (DBWzm^s -J3<DLfflfaft£ Dil (Molecular Probe fnc. USA) KJcoT^ 

fc^ttSXS^ (Chemical Cross-linking) I*. (Blood 92:4602-4611, 1998. 
J. Biol. Chem. 275:613-618, 2000) iz gBfg 0 \z ft o T fif o o ftSJtB 
(Immunoprecipitation) I*, ifclfc (J. Cell Biol. 145:539-549, 1999. J. Biol. Chem, 
25 275:613-618, 2000) icKKflD^ffifcfiEoTfrofc. i£^lffii)&<D&j£f pfeSftft^mi? 
I*. (J. Cell Biol. 139:517-528. J. Cell Biol. 145:539-549, 1999. J, Biol. Chem. 
275:613-618, 2000) Izft® CD iz & o T fr o fc . £&£3£CE)ai£l$ . 
(Ana). Biochem. 72:248-254, 1976) flDEEK^T* ^ is&Lj&7Jl> J 5 >£#0 <fc 



WO 0 1/66736 PCT/JPO 1/01 87 1 

1 1 

t* SSaiCfcyff ofco SDS-PAGE liXflt (Nature 227:680-685, 1970) ©EttC: 

V PDZ K> -f ><0 MBP amylose resin beads (New England Biolabs 

5 Inc.) l=@j£fcLfco GST-nectIn-3«-CP 33*tf GST-nectln-3a-CP-AC lt^*t^*L 

fcT— X|cH5£flsLfco CJrXfcCfcf— X£ PBS (0.1% Triton X-100 # 
W) T?+#l::3SlcJ* Lfcft. PBS (20 mM maltose, 0.1% Triton X-100 £*f) lc«fc y $ 

10 2. 

$iJ**rLTJsy. 1647bp j&*b£5HIRffltt (EWif 1 ) l= 549 7 £ > MS5?IJ (12 
15 $IJ3^2) fr&*5gfiJt (JtS#MI 60,580) Sa-KLTL^:. &tz, ZO)<7 
O — ^itmU EST £ □ — >££-C^T?l^fc. dCD^SM^^^^^— 3 

2(DiiMl^55) fc<fctfHKiISSigE (S59lJ#-^2 ©fe^ 405-421) SSLt^fc, 
20 N££S^UaS/;Ufl;l*(£fi73 % 83, 125. 186, 222 fc* 331 f=M fcflt-o 
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1 ' 



C-Termina) sequences of the necttn family 
members 



NectlrMa SF I SKKEWYV 



Nectin-1p VRTTEPRGEC 



Nectin-2a SL ISRRAVYV 



Nectln-25 D E FVSRAMYV 



Nect!n-3a SV ISRREWYV 



Nectin-3P L Y INPREHYV 



Nectin-3Y LGQVRALEDT 



35.9%fcJ: 30.7%^ — -e&ofc* 

^^>-3^fcJ:rj:-3 r) *«EfcB*frfc. *0*>-3i3© cDNA (flRHiC) I* 
2D 1533bp (E9flM3) *£LTfcy, 510 (DT^>^K^l (I£5»J#^ 

* 4) (ItSfl^fi 55,808) fa-KLt^4, d©*?^>-3 jS 

Mm&^fc^tfffl&Eiiiie mmmmoiiLW 353-510) tt^f>-3«ftt 

25 *£^>-3 r£0 cDNA /* 1317bp (ffi?9«5) 

Tfct-J, 438 (D7^»l (£9lJS^6) (fllfctf^S 47,259) 
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fcfc\ ISlT©*KT?ttiA: Lt*^f>-3 a^Jtltt^ ^cDJIite, 

2. 2 £ ^ > — 3 a<D trans Homo-Interaction <h cic Homo-dimer Formation 
nectin-1tf-L cells fc&Tf nectin-2or-L cells £Pftl*tzW$ilz& y, 1 a 

10 *5«fcrK*^^>-2 or A<aifla-lfflliaftSIStt (trans Homo-Interaction) t^tZk 
tf&B$hT^% (J. Cell BioL 145:539-549, 1999, J. Biol. Chem. 275:613-618, 
2000) „ *ZT*kiT+ *£*>-3 flf3b^»©Stt*W*"«^5^*ffl^*:o ft* 
2^>-3^J£n-^Mfc&(£, $fflf&& nectin-3«-L cells ©SSSMufcO^T. 
fl^fitt 100 kDa ©2-3flDgaSt/OK*B»Lfc (H2A, B3) 0 Ztlbtts 

JfeUi, nectin-3 a -L cells ^^T^ff^-3a <D$BB&;&^jS££^'<fc 0 

20 -£©*SH, *^^>-3 atte«WI=fflilSa*Stt*^Lfc (H2B, C1 S C 
* 2) . ZOfS&lt EDTA SS*n(cJ:oT|gtf **l3&t^Cta^!E> (5 s — * * * * * 

Cell Biol. 145:539-549, 1999, Exp. Cell Res. 235:374-384, 1997, Blood 92:4602- 
25 4611, 1998, J. Biol. Chem. 275:613-618, 2000) O C a a + 3M&#1±CD7t^ V <{ 'J y 

9 CAM TffcactffaBSftfc, 

arfej:t;-2a(* cis homo-dimer £Jf£figf £ tftt 6*tTU5© 
T* (J. Biol. Chem. 275:613-618, 2000) , * £ f- 3 a KOUT t^lCjgtelCO 
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l^xm^tco nectin-3ff-L cells £H£-*8fi&!C#g| L. ^BS^SS ^DX'J^A 

-BS3 £*l=-f V + a^-hU 3 a #<J £ P— *-;Lffi{*£ffll*T'* 

s/ h#*r£fT-3fc. 2ft*l=S*ja?t"5»^SSfe 200-220 

kDa Kj&<ttB**Lfc (0 3) . * U 35^* fi©/<> K^ttUJ **Lfc, 

5 C<D££i££l*i£-Mg^lCck V'ii?tz(»T<, C©^-rv— ^^'J^T-i* trans 
homo-interaction <fc y 4i cis homo-interaction (c <fc RTffife^SS^a 

2. 3 3 a 1 2 a £ CD trans Hetero^nteraction 

10 (trans hetero-iteraction) ^SfrSffl^S fcft* iE £fifl8S Sift T viz >f£fTo 

t-o Dil ^l&£;ftfc$58§& nectin-1 a- -L-cells nectin-2 or -L-cells t;^^^^ 

A3) , M*OL»iSI*^&*5a«ai*lii^^aj$*iSA^ofc. Dii g 

»$+ifc«BB&t* nectin-3 <* -L-cells ft<3Eftg&fflj&$ nectin-1 a -L-cells iiE£$:K;fcJ§ 
15 8MKl2:^tt)|l|£^b«6ai^tllS^t: (H4B1 -B3) . 

ZOZtit. 3 a^^f >- 1 a 4: trans hetero-interaction 

Ttiftfcflfc (S4.C1-C3) 0 

20 -L-cells nectin-2 a -L-cells 4: Lfcti&KI*, *?*>-1 

1 - A3) *<7^>-1 afc<fc^^f>-2att20<7)LW1*f3]±^ffll 
&ttlcl*&ai$;K£*\ofco Iffl&tt nectin-3 a -L-cells £38J8S& nectin-1 cr-L- 

cells ££#iS8Lfci&£KI*, *£^V-3 a 1 at*. 2^<JDL|fflJ& 

25 .M±COjJI»atilcftffLTl\fc (H5B1-B3) , @$a>££fi* 3fflJ&& 

nectin-3 a -L-cells £®8&& nectin-2 a -L-cells f*iSai UfcJid(ctllS*ih.fc 
- 2 a t trans hetero-interaction £fl£flfcf5#% ^^V-l ff<t-2at£ 
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^^7f >7t5'J-(D#>>A-^ trans homo-interaction ^fiJcf -5 A\ 
trans hetero-interaction £ JgRfef-SfrSfflKSfctf). ;g^$BBS^T y-fe -f 

5 or-L-cells £tBB&$ nectin-2a-L-cells fc £££ Lt=Jt£C:[i, *^S<D 2^sa^^6< 
i&f££*Ut;: me A) „ C*U=*fLT\ nectin-1 a -L-cells tmfe& nectin-3 

a-L-ce!ls t Lfc*^(=tt^Tna© 2ffliSai||ii<^$^ ft'EiLOfllllSff 

ftttSt A/faiSPSF*t<i:^ofc (H6B) . PiflGOSSmt** Olfttt nectin-3a-L- 
cells tmf&W nectin-2 a -L-cells fc£iI£L*:iB£l::4,fcS$*ifc (BSC) . ISL_fc 

10 <D$£^:fr b. 3 a i: * ^ ^ > - 1 a * tz f* - 2 a £: GO trans hetero- 

- interaction CDfifa f£{* , * £ 1/ - 1 or . - 2 a £ fc I* - 3 a GO trans homo- 
interaction <T>m%\'&& y EE £>*MC&L\ C *<«B**tfc 0 

2. 4 3 a <t 1 a*fcf*- 2 a £ CD cis hetero-dimer Jf2f£ 

15 *2^>-3 a#*^>- 1 a£tcf*- 2 a t cis hetero-dimer £ff£j£-f ht^ 
A^H^&fcto. $BJfe& nectin-1 a/3 a -L cells fc^tf&JB&tfc nectin-2 a/3a-L ceils 
^ffll^T, FUG-*£^>-3 a£-£;h^;M»S&l* nectin-1 a-L cells 
nectin-2a-L cells -C3S£§1*fco ^(3)^1, FLAG-*£ 3 a l* v 

1 a 2 a CD cis dimer OV-i X^TLteti^otz (m 7 A 1 fc<tu:A2) 0 Iffl 

20 U&tfc nectin-1 a /3 a -L cells l=«flSaffi£Xe££f?l^ ftl^Tftt FLAG — 
* + JI/fcf*£fflUTft«afcBSfT? «[*±at*lcia43lfc*u FLAG- 

*£^>-3 a «t tt*ft«»»Lftfr-3fc (07 B 1 ) 0 ^t$GD|§m 
nectin-2 a /3 a -L cells lc33l*T*ft&*ifc (07B2) „ J3Ubfl!>|gSfr&. 
-3 <*l*. 1 tf £fcf*-2 cis hetero-dimer £0 fig L#l* C <b#irt 

25 B$jh.fc 0 

2. 5 *£^>-3 aCDlfi^^fc^tfffflflSp^S 
U&iO$8L& (J. Virol. 66:2807-2813, 1992, Gene 155:261-265, 1995. Gene 
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159:267-272, 1995) t^fllic. J — ? P V V b I*. 1 

{±BT?fittic»atTtey, 2ttMiti^siti\t (H8A1 as* 

tfA2) „ ^<?^>-3<D3S^<DX^^-rv>^/< i ;7>hfC^ii^^lR^^^ 

5 mRNA Ar/KtfftffiSfifc (0 8 A3) . #A'J 7 > K«Dffla»**W /< 

^fctfXC &/*M7> M-ftRttft cDNA ^P-^^ffll\f: 0 ^^f>-3ai^ 
5.2-kb* 3.8-kb, 3.3-kb 2.7-kb <D mRNA y<> KS^L, Cft b te^in^S 

(08B1). *£^>-3jmfa5.2-kbfc£tf3.3-kb<DmRNA/<VK£*U C 
10 ^btt^T*#iLt^fc (^8B2) a *£^>-3 rtt»*l=fcH*T**l 3.3-kb 
<D mRNA A> K**U Jffi* BTIBfcJ:tfMU=i>L*T 2.1-kb © mRNA /<> 
Lfc (^8B3) „ 

^^^>-2tf^^(C (J. Cell Biol. 145:539-549, 1999) , 3 a ^^tz± 

2, 6 *£^>-3 i777f-f ^£<0IiM$££ 
• f^^P7 h^77<- f fifofc, 3 a <Offfl0§gpi$a> GST S^^fi 

H (GST~nectin-3a-CP) i*> amylose resin beads \zffi'f£.it'£Mz MBP-afadin-PDZ 
(777fO(D PDZ fiStt&ro MBP Si^S6H) I^^^Lfc (Hi 0) , 

25 gflSl^C®475/iil^^3feU:^^f>-3 tf GST Bfe£-£3£ 
(GST-nectin-3a-CP-AC) I4fg£ Lfcfrofc, isl C < . CSSO^f-^^^^ 
"' LtU5*^f>-3 raflll&RfflJSJ:© GST I^ifil^.77 -f -T-f - tf-X 
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1 - fi«#^ 2 ©7 5 ^ tf 4fi6I*^ f V - 3 „ 

5 2. Efl#*4©75/»«5l]£:rf *fiSH*<7*:/-3. 
3. Sa5ii#^6cDTS y^Sg^J^^f -S^SE^^^f >-3, 

10 * Ko 
15 

20 9. H^mi 3^€>3©^-f^«)a6K*^5 t >-3lcJfr-Bffift, 



WO 01/66736 



PCT/JP01/01871 



1/10 
1 



o o o 


ooo 


ooo 


OOO 


OOO 


OOO 


o 


O 


o 


O 


O 03 


o o 


CO 4Q (0 


N <N « 


Q 03 03 


*f < 


OOO 


(O <0 <£ 










AO O 






T-« <|— 


r* 


WON 


ooo 


ooo 
HULL 














— mm *m 




x x x 




to CO CO 




X X CC 




LL IL LL 








- z 






CO CD CO 




ooo 








<<<* 




£L CLO. 


CL Q. CL 




cr 


X 




• 

^m 




OOO 




OOO 




o. a a. 




U. IL IL 




a.cL a 


1 

(L — - 


• 


UJ 


UJ 


> 






<< < 




>>> 




ooo 








a cl a 




□ a o 




UJ 


UJ 


CL 


w 




JJJ 




a a o 












zzz 




£0 01 CO 


J 


> 


> 


7L 


■£ 


X 


<<£< 




ooo 




— 




X CL fL 




<<< 




— — — » 


iL 


> 


> 


X 


X 


to 


□ GO 




ooo 








LL tL IL 








>>> 


J 


£L 


CL 


2t 


o 


> 


oo o 




>>> 




CO CO CO 




JJJ 




<< < 




— — — . 


-* 

< 


CL 


a 


UJ 




J 


J J J 




co c/> co 




>>> 




XXX 








>>> 


o 


CL 


CL 




o 


O 


xx x 




mu.ii. 




t— 1 — ■— 




>>> 




OOO 




atf 




X 


X 




o 


Q 


to co tn 




ooo 




0. £L X 




OOO 




XXX 




OOO 


> 


X 


r 


> 


UJ 


UJ 


u. u- u. 




> >*> 




Ul Ul Ul 




CO CO CO 




JJJ 




ooo 


> 


H 




<0 


o 


CO 


j j j 




OOO 




-> > > 




> >> 




23Z 


* 


CO CO CO 


<0 


CL 


a 




£ 


UJ 


j j j 




a* a* a 








— — — 




> >> 




XXX 


< 


a 


CL 


tL 




X 


j j -j 




XXX 




> 








OOO 




ooo 




j 


J 


r 


CO 


>- 


iL a. a. 




x x x 








<<< 








OOO 


^™ 


a 


a 




UJ 


X 


— ^ — 




> > > 




>>> 




hhh 




XXX 




jjj 




* 






Q 


Ul 


j j j 




<t < < 




HHI- 




Ul UJ Ul 




ooo 




CO coco 


(3 


> 


> 


J 


UJ 


a 


j j j 




>> > 




J— 1— 1— 




2 X 2 




>>> 




X22 




X 


X 


UJ 


>• 


CO 


jj j 








CO CO CO 




a a a 




IL IL IL 




CO <0 CO 




o 


Q, 


TIP* 


a 


> 


j j j 




ooo 




(O CO CO 












>>> 


Q 




. J 




IL 


IL 


-i _i -i 




H H J- 




ooo 




CO CO CO 




a: s z 




xxx 


D 


> > 




X 


X 


CL EL X 




(0 CO CO 




<<c< 








OOO 




ooo 


it: 


CO 


CO 


J 


X 


2 


duo, 












*- W H 




ooo 




>>> 


j 


CL 




> 


cn 


a 


o- a x 




ooo 




ooo 




CO CO CO 




> >> 




> >> 






X 




■~ 








XXX 




-1 -J -I 




CO CO CO 




ooo 




>>> 


-* 

< 




:x 




CL 




x a a 




— — ' — 




fL X X 




Ul Ul U) 




fr- W H 




ooo 


* 

J 




X 


o 


a 


j 


<<< 




5£ ^ X 




il a- ul 




g££ 




> > > 




CO CO CO 


i 


JK 


x 4 


CO 


X 


o 


a. a a. 




III UJ UJ 








Ul UJ Ul 




CO CO CO 




>>> 


w 


CL" 


a 


UJ 


CO 


UJ 


j j j 




553 




> > > 




ooo 




> >> 


* 






t- 






CL 




jjj 




CO CO CO 




<t <t < 




JJJ 




UJ 111 Ul 




>>> 


m 

4L 


*J 


j 


O 


a 


> > 


j j j 




* — — 




^ 5tf afi 








nao. 






Up 


'J 


j 


s 


j 


Q >• 


o o o 




ooo 




ooo 




ooo 




< << 




JJJ 


Urn 


> 


> 


a 


o 


2i X 


<c< < 




t- 1- H 




— — — 




UI UJ Ul 




>>> 




x a. x 








CO 


o 


Q-» UJ 


< << 




— 




>>> 




333 




OOO 




XXX 




> 


> 


a. 


< 


EL C 


a. x a. 




K H H 




K a£ 




o q a 




mm mm — 




> :>> 


X 




IL 


a. 


a 


itl ft 


a. o. a. 




ui w ui 




ooo 




— — — 




a o a 




u. u. u. 


X 


■> 


> 




X 




u- IL u. 




2 Z 2 




CO CO CO 




OOO 




jjj 




XXX 


til 


b 


t- 


>* 


UJ 




< < < 




> > > 




QO Q 




<< <c 




— — — 




JJJ 




IL 




X 






co <n to 




UI Ul ut 




to cn co 




>>> 




IL (LtL 




H H H 


< 






LL 


J J 


CO CO CO 




— — 




u. u. x 








CO CO CO 




2 Z 2 






< 


o 


x tr 


j j j 




J -1 J 




OOO 








>>> 




a o a 


Q 


Lr 


-1 


IL 




UJ UJ 


ooo 




ooo 




— — — 




OOO 




XXX 




CO CO CO 


O 


!< 


< 


> 


O f- 


> a 


<c < < 




b£ ^ ^ 








hhh 




— mm mm 




< < < 


> 


mJ 




Q 


j a 


X X 


xx iC 




j j -J 




XXX 




<<< 




a o o 




JJJ 


a 


> 


> 


O 


CL UJ 


Z X 


ooo 




co co w 




JJJ 




<C << 








JJJ 


< 


;< 


< 


c 


j j 


3 a. 


oca 




> > > 




K H H 




>>> 




UJ Ul Ul 




OOO 


CL 




a 




X < 


O X 




* 






_ _ 




OOO 




JJJ 




OOO 


CO 






m cc 


H X 


CL X 












> > > 




< <t < 




CL X X 


Cfl 


> 


> 


X 


K > 


* O 


ooo 




ooo 




<<< 




<<< 




cl a a 




333 




;< 


< 


x o*a 


ul tc 


JJJ 








QQQ 




< < < 




XXX 




OOO 






a 


X 


.o o 


a cl 


a. a a 




> > > 




2 2 2 




> > > 




XXX 




ooo 


o 


;< 


< 


X 


ij J 


Ul co 


<<< 




<<< 




-1 J J 








>>> 




QQQ 


> 


'> 


> 


> 


Li j 


Ul X 






1- H» H 




CO CO CO 




LD mm 




>>> 




JJJ 






< 


(J 


a a 


J Q 


ooo 




>> > 




>>> 








ooo 




XXX 


CL 




LL 


^ x 


> a 


a- a a. 




XXX 




222 




OOO 








CO CO CO 


o « 




> 


a a 


a x 


1- H 1- 




o. a. a. 




^ 




OOO 




— — — 




333 


J 


co .cn 


o 


A CL 


x u 


XXX 




UJ UJ til 




LL UL IL 




OOO 




XXX 




> >> 




H 


»- 


< 


"J J 


x s 


<<< 




> >> 




J J J 




_ — — 




XXX 




CO CO CO 


W 


O 


o 


J 


CO CO 


- a 


EES 




— — — 




> > > 




JJJ 




ooo 






h- 


H 


i- 

* ■ * 




J <n 



to 



> 
>• 
3 

x 

X 
Cfl 



* • i 

£ £ £ 

o o u 

« «) a 



£ £ £ 



c c c 



o a u 
o o cu 

2X7 



$ ? ^ 
c c c 

o « o 

O « 03 

X 5; X 



■ 9 v 

o u o 
2 55 Z 



O CJ> ^ 

£ S £ 

4*7 ^ 

OOO 
CD O O 



c 



o 

1 

c 



o u o 
o o a> 

% X X 



f 



c c 



a o o 
ooo 



«Lir 

"Sou 
ooo 

2 5C % 



0 «X 

9 9 v 
£ £ £ 

ooo 
ooo 

X 2 2 



WO 01/66736 PCT/JP01/01871 

3/1 0 
ffl 3 




74- * 
BS3 : - + 



WO 01/66736 



PCT/JPO 1/01871 




A2 




X 



S 

f 

u 
o 



SO * 



40 



30 - 



20 



10 • 




0 12 3 4 

Number of labeled cells 
per 4-cell aggregates 




. * ■ % r m 4 




■ * * 
'Sir* * 




B2 



e 



* ♦ 



• 



C2 



O 
0 



o 
o 



? 

CI 
JO 



u 
o 




50 
40 
30 
20 
10 



3 12 3 4 

Number of labeled cefte 
per 4-ceJl aggregates 




0 12 3 4 

Number of labeled cells 
per 4-cell aggregates 



I 



WO 01/66736 PCT/JPO 1/0 1871 



5/10 











t 



WO 01/66736 PCT/JP01/01871 



6X10 




CM 



= CO 

s * 

13 !z. 

— CO 

o £ 

& o 

z a 



o 
o 



o 

CO 



o 

CO 



o 

CM 




v — — 1— 1 ,J I 

o g o o o o 

O CO CD vt CM 




o o o o o o 
o as co tr cm 



WO 01/66736 



PCT/JPO 1/01871 



7/1 0 

H 7 



A1 



A2 



Blot : a-Nectin-1 Ab 2 Blot : a-FLAG Ab 

kD kD 



205- 

121- 
74- 



ii 



1 Z 



205- 



]■ 



121- 



Blot : a-Nectin-2a Ab 
kD 

205- 



2 



121- 



74- 



1 2 



Blot : a-FLAG Ab 
kD 



205- 



121- 
74- 



B1 



Blot : a-Nectin-1 Ab 2 Blot : a-FLAG Ab 



kD 
2Q5- 

121- 
74- 



kD 
205- 

J21- 
74- 



] 



1 2 3 



1 2 3 



B2 



Blot : a-Nectin-2a Ab Blot : a-FLAG Ab 

kO kD 



205- 



j-<205 




121- 



74- 



121- 



74- 



1 2 3 



1 2 3 



WO 01/66736 



PCT/JPO 1/0 1871 



8/10 
8 





J i 



CO 
N 
<D 

m 
cn 

CM 




-r 



oo 

CD 

to 

CO 
CI 



_q in in 



CO 

< 



1 

in 

C5 



CO 

CO 



i 

c4 



in 
en 



-Q 



<N 
< 



w tn 




GO 
(D 

CD 
CM 



H WW 
(ft K 



04 

CO 




in 



CO 

to 
m 

CO 
CM 



00 

<o 
tn 

CM 




03 



13 
-a: 



i r < 
in in *r 



r 

CM 



tn 



i i 
*r eg 



tn 

C2 



WO 01/66736 



9/10 

m 9 



PCT/JP01/01871 





WO 01/667*; PCT/JP01/01871 



1 0/1 0 

m 10 




32- 



WO 01/66736 



PCT/JP01/01871 



1/3 1 



SMS 

<1 1 0> Japan Science and 

5 <120> Protein Nectine-3 
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15 <160> 7 
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<210> 1 
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25 <221> CDS 
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SEQUENCE LISTING 
Technology Corporation 



<300> 



WO 01/66736 
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2/31 



<301> Satoh-Hor i kawa K. et a I. 

<302> Nect i rr3, a new member of i ninunog I obu 1 i n- 1 i ke ce 1 I adhes i on mo I ecu I es that shows 

homophilic and heterophilic cell-cell adhesion activities. 
<303> J. Biol. Chem. 
5 <304> 275 
<305> 14 

<306> 10291-10299 
<307X 2000-04-07 

10 <400> 1 

atg gcg egg acc ocg ggc ccg gcc ccg ttg tgt cct gga ggc ggc aaa 48 

Met Ala Arg Thr Pro Gly Pro Ala Pro Leu Cys Pro Gly Gly Gly Lys 
15 10 15 

15 gca caa ctt tec teg gcg ttt cct ccc gcg gcc gga ctg ctg ctg ccg 96 
Ala Gin Leu Ser Ser Ala Phe Pro Pro Ala Ala Gly Leu Leu Leu Pro 



20 



25 



30 



gcc ccg acg ccg ccg ccg ctg ctg ctg ctg ctt att ccc ctg ctt etc 144 



20 Ala Pro Thr Pro Pro Pro Leu Leu Leu Leu Leu I le Pro Leu Leu Leu 



35 



40 



45 



ttc tec egg etc tgt ggt gcc tta get gga tea att att gtg gag cca 192 



Phe Ser Arg Leu Cys Gly Ala Leu Ala Gly Ser lie Me Val Glu Pro 



25 



50 



55 



60 



cat gtc aca gca gtg tgg gga aag aat gtt tea ttg aag tgt tta att 240 
His Val Thr Ala Val Trp Gly Lys Asn Val Ser Leu Lys Cys Leu lie 
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65 70 75 80 

gaa gtg aat gaa act ata acc cag ate tea tgg gag aag ata cat ggc 288 
Qlu Val Asn Glu Thr lie Thr Gin I le Ser Trp Glu Lys I le His Gly 

* 

5 85 90 95 

aaa agt aca cag act gtt gca gtt cat cat cct cag tat gga ttc tot 336 
Lys Ser Thr Gin Thr Val Ala Val His His Pro Gin Tyr Gly Phe Ser 

100 105 110 

10 

gtt caa gga gat tat cag gga aga gtc ttg ttt aaa aac tat tea ctt 384 
Val Gin Gly Asp Tyr Gin Gly Arg Val Leu Phe Lys Asn Tyr Ser Leu 
tt5 120 125 

15 aat gat gca aca att act ctg cat aac ata ggc ttc tea gat tct gga 432 
Asn Asp Ala Thr lie Thr Leu His Asn lie Gly Phe Ser Asp Ser Gly 
130 135 140 

aaa tat ata tgc aaa gec gtt aca ttc cca ctt gga aat get cag tec 480 
20 Lys Tyr lie Cys Lys Ala Val Thr Phe Pro Leu Gly Asn Ala Gin Ser 
' 145 150 155 160 

tct aca aca gtg act gtg tta gtt gaa ccc aca gtg age ctg ata aaa 528 
Ser Thr Thr Val Thr Val Leu Val Glu Pro Thr Val Ser Leu lie Lys 
25 165 170 175 



ggg ccg gat tct tta att gat gga ggg aat gag aca gta gca gee gtt 
Gly Pro Asp Ser Leu lie Asp Gly Gly Asn Glu Thr Val Ala Ala Val 



576 
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180 185 190 



tgt gta gca gcc act gga aag cca gtc gca cag att gac tgg gaa ggt 624 

Cys Val Ala Ala Thr Gly Lys Pro Val Ala Gin lie Asp Trp Glu Gly 
5 195 200 205 

gat ctt ggt gaa atg gaa tct agt aca act tct ttt cct aat gaa aca 672 

Asp Leu Gly Glu Met Glu Ser Ser Thr Thr Ser Phe Pro Asn Glu Thr 

210 215 220 

10 

gca acg att gtc age caa tac aag ctg ttt ccc aca aga ttt get cga 720 

Ala Thr lie Val Ser Gin Tyr Lys Leu Phe Pro Thr Arg Phe Ala Arg 
225 230 235 240 

15 gga agg cga att act tgt gtt gta aaa cat cca gcc tta gaa aag gac 768 

Gly Arg Arg lie Thr Gys Val Val Lys His Pro Ala Leu Glu Lys Asp 

245 250 255 

att cgc tac tct ttc ata eta gac ata cag tat get cct gaa gtt tea 816 

20 lie Arg Tyr Ser Phe He Leu Asp Me Gin Tyr Ala Pro Glu Val Ser 

260 265 270 

gta aca gga tat gat gga aat tgg ttc gtg gga aga aaa ggt gtt aac 864 

Val Thr Gly Tyr Asp Gly Asn Trp Phe Val Gly Arg Lys Gly Val Asn 
25 275 280 285 

etc aag tgt aat get gat gca aac cct cca ccc ttc aag tec gtg tgg 912 

Leu Lys Cys Asn Ala Asp Ala Asn Pro Pro Pro Phe Lys Ser Val Trp 
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290 



295 



300 



10 



age agg ttg gat gga caa tgg cct gat ggt tta ttg gcg tea gat aat 960 
Ser Arg Leu Asp Gly Gin Trp Pro Asp Gly Leu Leu Ala Ser Asp Asn 



act ctt cat ttt gtc cat cca ttg act gtc aat tat tct ggc gtt tat 1008 
Thr Leu His Phe Val His Pro Leu Thr Val Asn Tyr Ser Gly Val Tyr 



325 



330 



335 



gtc tgt aaa gta tea aat tec ctt ggt caa aga agt gat caa aag gtt 1056 
Val Cys Lys Val Ser Asn Ser Leu Gly Gin Arg Ser Asp Gin Lys Val 

340 345 350 



15 ate tac att tea gat cct cct acc acc ace ace ctt cag ccg aca gtt 1104 
I le Tyr I le Ser Asp Pro Pro Thr Thr Thr Thr Leu Gin Pro Thr Val ■ 



355 



360 



365 



cag tgg cat tec tea cct get gac gtc cag gat ata gca aca gag cat 1152 
20 Gin Trp His Ser Ser Pro Ala Asp Val Gin Asp Me Ala Thr Glu His 



370 



375 



380 



aaa aaa ttg ccc ttt cct ttg tea act ttg gca aca ctt aag gat gac 1200 
Lys Lys Leu Pro Phe Pro Leu Ser Thr Leu Ala Thr Leu Lys Asp Asp 



25 385 



390 



395 



400 



aca att ggc acc ate att get agt gta gtg ggt ggg get etc ttc tta 
Thr lie Gly Thr lie lie Ala Ser Val Val Gly Gly Ala Leu Phe Leu 



1248 
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405 410 415 



gtg ctt gtg age att tta get ggg gta ttc tgc tat agg aga cga egg 1296 
Val Leu Val Ser lie Leu Ala Gly Val Phe Cys Tyr Arg Arg Arg Arg 
5 420 425 430 

acg ttt cgt gga gac tac ttt gec aaa aac tac att cca cca tea gac 1344 

Thr Phe Arg Gly Asp Tyr Phe Ala Lys Asn Tyr lie Pro Pro Ser Asp 

435 440 445 

10 

atg cag aaa gaa tea cag att gat gtt ctt cac cag gat gag ctg gat 1392 

Met Gin Lys Glu Ser Gin lie Asp Val Leu His Gin Asp Glu Leu Asp 

450 455 460 

15 tct tac cca gac agt gta aaa aag gaa aac aaa aat cca gta aac aac 1440 
Ser Tyr Pro Asp Ser Val Lys Lys Glu Asn Lys Asn Pro Val Asn Asn 
465 470 475 480 

ctg ate cgc aaa gac tac tta gag gag cct gag aaa act cag tgg aat 1488 
20 Leu lie Arg Lys Asp Tyr Leu Glu Glu Pro Glu Lys Thr Gin Trp Asn 

485 490 495 

aat gta gag aac etc act agg ttt gaa aga ccg atg gat tac tat gaa 1536 
Asn Val Glu Asn Leu Thr Arg Phe Glu Arg Pro Met Asp Tyr Tyr Glu 
25 500 505 510 

gat eta aaa atg gga atg aag ttt gtc agt gat gaa cgc tac aat gaa 1584 
Asp Leu Lys Met Gly Met Lys Phe Val Ser Asp Glu Arg Tyr Asn GJu 



WO 01/66736 



7/3 J 



PCT/JPO 1/0 1871 



515 520 525 

agt gaa gat ggt ttg gtt tct cat gta gat ggc tec gta att tec agg 1632 
Ser Glu Asp Gly Leu Val Ser His Val Asp Gly Ser Va) Me Ser Arg 
5 530 535 540 

agg gag tgg tat gtc taa 1650 
Arg Glu Trp Tyr Val 
545 550 

10 

<210> 2 
<211> 549 
<212> PRT 
15 <213> Mouse 

<400> 2 

Met Ala Arg Thr Pro Gly Pro Ala Pro Leu Cys Pro Gly Gly Gly Lys 
15 10 15 

20 Ala Gin Leu Ser Ser Ala Phe Pro Pro Ata Ala Gly Leu Leu Leu Pro 

20 25 30 

Ala Pro Thr Pro Pro Pro Leu Leu Leu Leu Leu lie Pro Leu Leu Leu 

35 40 45 

Phe Ser Arg Leu Cys Gly Ala Leu Ala Gly Ser He Me Val Glu Pro 
25 50 55 60 

His Val Thr Ala Val Trp Gly Lys Asn Val Ser Leu Lys Cys Leu lie 
65 70 " 75 80 

Glu Val Asn Glu Thr I le Thr Gin I le Ser Trp Glu Lys I le His Gly 



WO 01/66736 PCT/JPO 1/01871 

8/3 1 



85 



90 



95 



Lys Ser Thr Gin Thr Val Ala Val His His Pro Gin Tyr Gly Phe Ser 



100 



105 



110 



Val Gin Gly Asp Tyr Gin Gly Arg Val Leu Phe Lys Asn Tyr Ser Leu 



115 



120 



125 



Asn Asp Ala Thr lie Thr Leu His Asn He Gly Phe Ser Asp Ser Gly 



130 



135 



140 



Lys Tyr lie Cys Lys Ala Val Thr Phe Pro Leu Gly Asn Ala Gin Ser 



145 



150 



155 



160 



10 Ser Thr Thr Val Thr Val Leu Val Glu Pro Thr Val Ser Leu lie Lys 



165 



170 



175 



Gly Pro Asp Ser Leu lie Asp Gly Gly Asn Glu Thr Val Ala Ala Val 



180 



185 



190 



Cys Val Ala Ala Thr Gly Lys Pro Val Ala Gin lie Asp Trp Glu Gly 



15 



195 



200 



205 



Asp Leu Gly Glu Met Glu Ser Ser Thr Thr Ser Phe Pro Asn Glu Thr 



210 



215 



220 



Ala Thr lie Val Ser Gin Tyr Lys Leu Phe Pro Thr Arg Phe Ala Arg 



225 



230 



235 



240 



20 Gly Arg Arg lie Thr Cys Val Val Lys His Pro Ala Leu Glu Lys Asp 



245 



250 



255 



e Arg Tyr Ser Phe I le Leu Asp lie Gin Tyr Ala Pro Glu Val Ser 



260 



265 



270 



Val Thr Gly Tyr Asp Gly Asn Trp Phe Val Gly Arg Lys Gly Val Asn 



25 



275 



280 



285 



Leu Lys Cys Asn Ala Asp Ala Asn Pro Pro Pro Phe Lys Ser Val Trp 



290 



295 



300 



Ser Arg Leu Asp Gly Gin Trp Pro Asp Gly Leu Leu Ala Ser Asp Asn 
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305 



310 



315 



320 



Thr Leu His Phe Val His Pro Leu Thr Val Asn Tyr Ser Gly Val Tyr 



325 



330 



335 



Val Cys Lys Val Ser Asn Ser Leu Gly Gin Arg Ser Asp G!n Lys Val 



340 



345 



350 



I le Tyr lie Ser Asp Pro Pro Thr Thr Thr Thr Leu Gin Pro Thr Val 



355 



360 



365 



Gin Trp His Ser Ser Pro Ala Asp Val Gin Asp I le Ala Thr Glu His 



370 



375 



380 



10 Lys Lys Leu Pro Phe Pro Leu Ser Thr Leu Ala Thr Leu Lys Asp Asp 



385 



390 



395 



400 



Thr l le Gly Thr lie Me Ala Ser Val Val Gly Gly Aia Leu Phe Leu 



405 



410 



415 



Val Leu Val Ser I le Leu Ala Gly Val Phe Cys Tyr Arg Arg Arg Arg 



15 



420 



425 



430 



Thr Phe Arg Gly Asp Tyr Phe Ala Lys Asn Tyr lie Pro Pro Ser Asp 



435 



440 



445 



Met Gin Lys Gtu Ser Gin lie Asp Val Leu His Gin Asp Glu Leu Asp 



450 



455 



460 



20 Ser Tyr Pro Asp Ser Val Lys Lys Glu Asn Lys Asn Pro Val Asn Asn 



* 465 



470 



475 



480 



Leu I le Arg Lys Asp Tyr Leu Glu Glu Pro Glu Lys Thr Gin Trp Asn 



485 



490 



495 



Asn Val Glu Asn Leu Thr Arg Phe Glu Arg Pro Met Asp Tyr Tyr Glu 



25 



500 



505 



510 



Asp Leu Lys Met Gly Met Lys Phe Val Ser Asp Glu Arg Tyr Asn Glu 



515 



520 



525 



Ser Glu Asp Gly Leu Val Ser His Val Asp Gly Ser Val Me Ser Arg 



1 



WO 01/66736 PCT/JPO 1/01871 
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530 535 540 

Arg Glu Trp Tyr Val 
545 

5 

<210> 3 
<211> 1533 
<212> DNA 
10 <213> Mouse 

<220> 

<221> CDS 

<222> (1).. (1533) 

15 

<300> 

<301> Satoh-Hor i kawa K. et at. 

<302> Nect i n-3 t a new member of irnnunoglobul in— I ike eel I adhesion molecules that shows 
hemophilic and heterophilic cell-cell adhesion activities. 
20 <303> J. Biol. Chem. 
- <304> 275 
<305> 14 

<306> 10291-10299 
<307> 2000-04-07 
25 <308> GenBank accession No. AF 195834 
<309> 2000-04-13 



<400> 3 



WO 01/66736 



PCT/JPO 1/01871 



11/3 1 



20 



atg gcg egg acc ccg ggc ccg gec ccg ttg tgt cct gga ggc ggc aaa 48 
Met Ala Arg Thr Pro Gly Pro Ala Pro Leu Cys Pro Gly Gly Gly Lys 
15 10 15 



5 gca caa ctt tec teg gcg ttt cct ccc gcg gec gga ctg ctg ctg ccg 96 
Ala Gin Leu Ser Ser Ala Phe Pro Pro Ala Ala Gly Leu Leu Leu Pro 

20 25 30 



gec ccg acg ccg ccg ccg ctg ctg ctg ctg ctt att ccc ctg ctt etc 144 
10 Ala Pro Thr Pro Pro Pro Leu Leu Leu Leu Leu I le Pro Leu Leu Leu 

35 40 45 



ttc tec egg etc tgt ggt gee tta get gga tea att att gtg gag oca 192 
Phe Ser Arg Leu Cys Gly Ala Leu Ala Gly Ser Me lie Val Glu Pro 
15 50 55 60 



cat gtc aca gca gtg tgg gga aag aat gtt tea ttg aag tgt tta att 240 
His Val Thr Ala Val Trp Gly Lys Asn Val Ser Leu Lys Cys Leu lie 
65 70 75 80 



gaa gtg aat gaa act ata acc cag ate tea tgg gag aag ata cat ggc 288 
Glu Val Asn Glu Thr I le Thr Gin I le Ser Trp Glu Lys I le His Gly 

85 90 95 



25 aaa agt aca cag act gtt gca gtt cat cat cct cag tat gga ttc tct 336 
Lys Ser Thr Gin Thr Val Ala Val His His Pro Gin Tyr Gly Phe Ser 

100 105 110 



WO 01/66736 PCT/JPO 1/0 1871 
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20 



gtt caa gga gat tat cag gga aga gtc ttg ttt aaa aac tat tea ctt 384 
Val Gin Gly Asp Tyr Gin Gly Arg Val Leu Phe Lys Asn Tyr Ser Leu 
115 120 125 



5 aat gat gca aca att act ctg cat aac ata ggc ttc tea gat t.ct gga 432 
Asn Asp Ala Thr I le Thr Leu His Asn lie Gly Phe Ser Asp Ser Gly 
130 135 140 



aaa tat ata tgc aaa gec gtt aca ttc cca ctt gga aat get cag tec 480 
10 Lys Tyr lie Cys Lys Ala Val Thr Phe Pro Leu Gly Asn Ala Gin Ser 
145 150 155 160 



tct aca aca gtg act gtg tta gtt gaa ccc aca gtg age ctg ata aaa 528 

♦ 

Ser Thr Thr Val Thr Vat Leu Val Glu Pro Thr Val Ser Leu lie Lys 
15 165 170 175 



ggg ccg gat tct tta att gat gga ggg aat gag aca gta gca gee gtt 576 
Gly Pro Asp Ser Leu lie Asp Gly Gly Asn Glu Thr VaJ Ala Ala Val 

180 185 190 



tgt gta gca gec act gga aag cca gtc gca cag att gac tgg gaa ggt 624 
Cys Val Ala Ala Thr Gly Lys Pro Val Ala Gin He Asp Trp Glu Gly 
195 200 205 



25 gat ctt ggt gaa atg gaa tct agt aca act tct ttt cct aat gaa aca 
Asp Leu Gly Glu Met Glu Ser Ser Thr Thr Ser Phe Pro Asn Glu Thr 
210 215 220 



672 



WO 01/66736 



13/31 



PCT/JPO 1/0 1871 



gca acg att gtc age caa tac aag ctg ttt ccc aca aga ttt get cga 720 
Ala Thr lie Val Ser Gin Tyr Lys Leu Phe Pro Thr Arg Phe Ala Arg 
225 230 235 240 

gga agg cga att act tgt gtt gta aaa cat cca gec tta gaa aag gao 768 
Gly Arg Arg lie Thr Cys Val Val Lys His Pro Ala Leu Qlu Lys Asp 

245 250 255 

att cgc tac tct ttc ata eta gac ata cag tat get cct gaa gtt tea 816 
I le Arg Tyr Ser Phe I le Leu Asp lie Gin Tyr Ala Pro Glu Val Ser 

260 265 270 

gta aca gga tat gat gga aat tgg ttc gtg gga aga aaa ggt gtt aac 864 
Val Thr Gly Tyr Asp Gly Asn Trp Phe Val Gly Arg Lys Gly Val Asn 
275 280 285 

etc aag tgt aat get gat gca aac cct cca ccc ttc aag tec gtg tgg 912 
Leu Lys Cys Asn Ala Asp Ala Asn Pro Pro Pro Phe Lys Ser Val Trp 
290 295 300 

■ ago agg ttg gat gga caa tgg cct gat ggt tta ttg gcg tea gat aat 960 
Ser Arg Leu Asp Gly Gin Trp Pro Asp Gly Leu Leu AJa Ser Asp Asn 
305 . 310 315 320 

act ctt cat ttt gtc cat cca ttg act gtc aat tat tct ggc gtt tat 1008 
Thr Leu His Phe Val His Pro Leu Thr Val Asn Tyr Ser Gly Val Tyr 

325 * 330 335 
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20 



gtc tgt aaa gta tea aat tec ctt ggt caa aga agt gat caa aag gtt 1050 
Val Cys Lys Val Ser Asn Ser Leu Gly Gin Arg Ser Asp Gin Lys VaJ 

340 345 350 



5 ate tac att tea gac ate ccg ctt acg cag acc tea tec ata gca gtg 1104 
i [e Tyr lie Ser Asp tie Pro Leu Thr Gin Thr Ser Ser Me Ala Val 
355 360 365 



get gga gec gtg att gga get gtc ctg gee etc ttc ate ate acc gtc 1152 
10 Ata Gly Ata Vat ( le Gty Ata Val Leu Ala Leu Phe I te I te Thr Val 
370 375 380 



ttt gtg act gtg ttg ctg acg cct egg aaa aag aga ccg tec tat ctt 1 200 

Phe Vat Thr Vat Leu Leu Thr Pro Arg Lys Lys Arg Pro Ser Tyr Leu 
15 385 390 395 400 

gac aaa gta ate gac ctt cca cct aca cat aag cca ccc cct gta tat 1248 

Asp Lys Val lie Asp Leu Pro Pro Thr His Lys Pro Pro Pro Val Tyr 

405 410 415 



gaa gaa cga att cct tct etc cct cag aaa gac ctt ctt ggc cag act 1296 
Glu Glu Arg (te Pro Ser Leu Pro Gtn Lys Asp Leu Leu Gly Gin Thr 

420 425 430 



25 gaa cac ttg cct ttg cag act cag ttc aag gag aaa gga get ggt ggt 
Glu His Leu Pro Leu Gin Thr Gin Phe Lys Gfu Lys Gly Ala Gly Gly 
~ 435 440 445 



1344 



WO 01/66736 



PCT/JP01/01871 



15/31 



ctt cag ccc tot aat gga cca att age agg aga ttt gac tat gag gat 1392 
Leu Gin Pro Ser Asn G I y Pro lie Ser Arg Arg Phe Asp Tyr Glu Asp 
450 455 460 



5 gag age aca atg caa gaa gat gga act cag cgc atg tgc ccc ctt tat 1440 
Glu Ser Thr Met Gin Glu Asp Gly Thr Gin Arg Met Cys Pro Leu Tyr 
465 470 475 480 



age cag atg tgc cac caa gac cga age cct cgc caa cat cac cca cgc 1488 
10 Ser Gin Met Cys His Gin Asp Arg Ser Pro Arg Gin His His Pro Arg 

485 490 495 



aac ccc gag aga etc tac ate aac cca cga gaa cat tat gtg tga 1533 
Asn Pro Glu Arg Leu Tyr lie Asn Pro Arg Glu His Tyr Val 
15 500 505 510 



<210> 4 
<211> 510 
20 <212> PRT 
" <213> Mouse 

<400> 4 

Met Ala Arg Thr Pro Gly Pro Ala Pro Leu Cys Pro Gly Gly Gly Lys 
25 1 5 10 15 

Ala Gin Leu Ser Ser Ala Phe Pro Pro Ala Ala Gly Leu Leu Leu Pro 

20 25 30 

Ala Pro Thr Pro Pro Pro Leu Leu Leu Leu Leu I le Pro Leu Leu Leu 
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35 



40 



45 



Phe Ser Arg Leu Cys Gly Ala Leu Ala Gly Ser I le lie Val Glu Pro 



50 



55 



60 



His Val Thr Ala Val Trp Gly Lys Asn Val Ser Leu Lys Cys Leu lie 



5 65 



70 



75 



80 



Glu Val Asn Glu Thr lie Thr Gin lie Ser Trp Glu Lys lie His Gly 



85 



90 



95 



Lys Ser Thr Gin Thr Val Ala Val His His Pro Gin Tyr Gly Phe Ser 



100 



105 



110 



10 Vat Gin Gly Asp Tyr Gin Gly Arg Val Leu Phe Lys Asn Tyr Ser Leu 



115 



120 



125 



Asn Asp Ala Thr lie Thr Leu His Asn lie Gly Phe Ser Asp Ser Gly 



130 



135 



140 



Lys Tyr lie Cys Lys Ala Val Thr Phe Pro Leu Gly Asn Ala Gin Ser 



15 145 



150 



155 



160 



Ser Thr Thr Val Thr Val Leu Val Glu Pro Thr Val Ser Leu lie Lys 



165 



170 



175 



Gly Pro Asp Ser Leu lie Asp Gly Gly Asn Glu Thr Val Ala Ala Val 



180 



185 



190 



20 Cys Val Ala Ala Thr Gly Lys Pro Val Ala Gin I le Asp Trp Glu Gty 



195 



200 



205 



Asp Leu Gly Glu Met Glu Ser Ser Thr Thr Ser Phe Pro Asn Glu Thr 



210 



216 



220 



Ala Thr lie Val Ser Gin Tyr Lys Leu Phe Pro Thr Arg Phe Ala Arg 



25 225 



230 



235 



240 



Gly Arg Arg Jle Thr Cys Val Val Lys His Pro Ala Leu Glu Lys Asp 



245 



250 



255 



lie Arg Tyr Ser Phe Me Leu Asp lie Gin Tyr Ala Pro Glu Val Ser 
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260 



265 



270 



Val Thr Gly Tyr Asp Gly Asn Trp Phe Val Gly Arg Lys Gly Val Asn 



275 



280 



285 



Leu Lys Cys Asn Ala Asp Ala Asn Pro Pro Pro Phe Lys Ser Val Trp 



290 



295 



300 



Ser Arg Leu Asp Gly Gin Trp Pro Asp Gly Leu Leu Ala Ser Asp Asn 



305 



310 



315 



320 



Thr Leu His Phe Val His Pro Leu Thr Val Asn Tyr Ser Gly Val Tyr 



325 



330 



335 



10 Val Cys Lys Val Ser Asn Ser Leu Gly Gin Arg Ser Asp Gin Lys Val 



340 



345 



350 



lie Tyr lie Ser Asp lie Pro Leu Thr Gin Thr Ser Ser He Ala Val 



355 



360 



365 



Ala Gly Ala Val lie Gly Ala Val Leu Ala Leu Phe Me Me Thr Val 



15 



370 



375 



380 



Phe Val Thr Val Leu Leu Thr Pro Arg Lys Lys Arg Pro Ser Tyr Leu 



385 



390 



395 



400 



Asp Lys Val I le Asp Leu Pro Pro Thr His Lys Pro Pro Pro Val Tyr 



405 



410 



415 



20 Glu Glu Arg lie Pro Ser Leu Pro Gin Lys Asp Leu Leu Gly Gin Thr 



420 



425 



430 



Glu His Leu Pro Leu Gin Thr Gin Phe Lys Glu Lys Gly Ala Gly Gly 



435 



440 



445 



Leu Gin Pro Ser Asn Gly Pro I le Ser Arg Arg Phe Asp Tyr Glu Asp 



25 



450 



455 



460 



Glu Ser Thr Met Gin Glu Asp Gly Thr Gin Arg Met Cys Pro Leu Tyr 



465 



470 



475 



480 



Ser Gin Met Cys His Gin Asp Arg Ser Pro Arg Gin His His Pro Arg 
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485 490 495 

Asn Pro Glu Arg Leu Tyr I le Asn Pro Arg Glu His Tyr Val 

500 505 510 

5 

<210> 5 
<211> 1317 
<212> DNA 
10 <2t3> Mouse 

<220> 

<221> CDS 

<222> (1).. (1317) 

15 

<300> 

<301> Satoh-Horikawa K. et al. 

<302> Nect i n-3, a new member of i mmunog I obu I i rr- 1 i ke ce 1 1 a dries i on mo I ecu I es that shows 
homophilic and heterophils eel I -eel I adhesion activities. 
20 <303> J. Biol. Chem. 
* <304> 275 
<305> 14 

<306> 10291-10299 
<307> 2000-04-07 . 
25 <308> GenBank accession No. AF1 95835 
<309> 2000-04-13 



<400> 5 



WO 01/66736 



PCT/JPO 1/0 1871 



19/3 1 



atg gcg egg acc ccg ggc ccg gec cog ttg tgt cct gga ggc ggc aaa 48 
Met Ala Arg Thr Pro Gly Pro Ala Pro Leu Cys Pro Gly Gly Gly Lys 
15 10 15 



5 gca caa ctt tec teg gcg ttt cct ccc gcg gec gga ctg ctg ctg ccg 96 
Ala Gin Leu Ser Ser Ala Phe Pro Pro Ala Ala Gly Leu Leu Leu Pro 

20 ' 25 30 



gec ccg acg ccg ccg ccg ctg ctg ctg ctg ctt att ccc ctg ctt etc 144 
10 Ala Pro Thr Pro Pro Pro Leu Leu Leu Leu Leu I le Pro Leu Leu Leu 

35 40 45 



ttc tec egg etc tgt ggt gec tta get gga tea att att gtg gag cca 192 
Phe Ser Arg Leu Cys Gly Ala Leu Ala Gly Ser lie lie Val Glu Pro 
15 50 55 60 



20 



cat gtc aca gca gtg tgg gga aag aat gtt tea ttg aag tgt tta att 240 
His Val Thr Ala Val Trp Gly Lys Asn Val Ser Leu Lys Cys Leu I le 
65 70 75 80 



gaa gtg aat gaa act ata acc cag ate tea tgg gag aag ata cat ggc 288 
Glu Val Asn Glu Thr Me Thr Gin tie Ser Trp Glu Lys lie His Gly 

85 90 95 



25 aaa agt aca cag act gtt gca gtt cat cat cct cag tat gga ttc tct 
Lys Ser Thr Gin Thr Val Ala Val His His Pro Gin Tyr Gly Phe Ser 

100 105 110 



336 



WO 01/66736 



20/31 



PCT/JPO 1/0 1871 



gtt caa gga gat tat cag gga aga gtc ttg ttt aaa aac tat tea ctt 384 
Val Gin Gly Asp Tyr Gin Gly Arg Val Leu Phe Lys Asn Tyr Ser Leu 
115 120 125 

aat gat gca aca att act ctg cat aac ata ggc ttc tea gat tct gga 432 
Asn Asp Ala Thr I le Thr Leu His Asn I le Gly Phe Ser Asp Ser Gly 
130 135 140 

♦ 

aaa tat ata tgc aaa gec gtt aca ttc cca ctt gga aat get cag tec 480 

Lys Tyr lie Cys Lys A/a Val Thr Phe Pro Leu Gly Asn Ala Gin Ser 
145 150 155 160 

tct aca aca gtg act gtg tta gtt gaa ccc aca gtg age ctg ata aaa 528 
Ser Thr Thr Val Thr Val Leu Val Glu Pro Thr Val Ser Leu lie Lys 

165 170 175 

ggg ccg gat tct tta att gat gga ggg aat gag aca gta gca gec gtt 576 
Gly Pro Asp Ser Leu I le Asp Gly Gly Asn Glu Thr Val Ala Ala Val 

180 185 190 

tgt gta gca gec act gga aag cca gtc gca cag att gac tgg gaa ggt 624 
Cys Val Ala Ala Thr Gly Lys Pro Val Ala Gin lie Asp Trp Glu Gly 
195 200 205 

gat ctt ggt gaa atg gaa tct agt aca act tct ttt cct aat gaa aca 672 
Asp Leu Gly GJu Met Glu Ser Ser Thr Thr Ser Phe Pro Asn Glu Thr 
210 215 220 
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20 



gca acg att gtc age caa tac aag ctg ttt ccc aca aga ttt get cga 720 
Ala Thr lie Val Ser Gin Tyr Lys Leu Phe Pro Thr Arg Phe Ala Arg 
225 230 235 240 



5 gga agg cga att act tgt gtt gta aaa cat cca gec tta gaa aag gac 768 
Gly Arg Arg lie Thr Cys Val Val Lys His Pro Ala Leu Glu Lys Asp 

245 250 255 



att cgc tac tct ttc ata eta gac ata cag tat get cct gaa gtt tea 816 
10 I le Arg Tyr Ser Phe lie Leu Asp I le Gin Tyr Ala Pro Glu Val Ser 

260 265 270 



gta aca gga tat gat gga aat tgg ttc gtg gga aga aaa ggt gtt aac 864 
Val Thr Gly Tyr Asp Gly Asn Trp Phe Val Gly Arg Lys Gly Val Asn 
15 275 280 285 



etc aag tgt aat get gat gca aac cct cca ccc ttc aag tec gtg tgg 912 
Leu Lys Cys Asn Ala Asp Ala Asn Pro Pro Pro Phe Lys Ser Val Trp 
290 295 300 



age agg ttg gat gga caa tgg cct gat ggt tta ttg gcg tea gat aat 960 
Ser Arg Leu Asp Gly Gin Trp Pro Asp Gly Leu Leu Ala Ser Asp Asn 
305 310 315 320 



25 act ctt cat ttt gtc cat cca ttg act gtc aat tat tct ggc gtt tat 
Thr Leu His Phe Vat His Pro Leu Thr Vai Asn Tyr Ser G(y Val Tyr 

325 330 335 



1008 



WO 01/66736 PCT/JP01/01871 

22/3 1 



20 



gtc tgt aaa gta tea aat tec ctt ggt caa aga agt gat caa aag gtt 1056 
Val Cys Lys Val Ser Asn Ser Leu Gly Gin Arg Ser Asp Gin Lys Vat 

340 345 350 



5 ate tac att tea gac ate ccg ctt acg cag ace tea tec ata gca gtg 1104 
lie Tyr lie Ser Asp lie Pro Leu Thr Gin Thr Ser Ser lie Ala Vat 
355 360 365 



get gga gee gtg att gga get gtc ctg gec etc ttc ate ate acc gtc 1152 
10 Ala Gly Ala Val I le Gly Ala Val Leu Ala Leu Phe I le lie Thr Val 
370 375 380 



ttt gtg act gtg ttg ctg acg cct egg aaa aag aga ccg tec tat ctt 1200 
Phe Val Thr Val Leu Leu Thr Pro Arg Lys Lys Arg Pro Ser Tyr Leu 
15 385 390 395 400 



gac aaa gta ate gac ctt cca cct aca cat aag cca ccc cct gta tat 1248 
Asp Lys Val lie Asp Leu Pro Pro Thr His Lys Pro Pro Pro Val Tyr 

405 410 415 



gaa gaa cga att cct tct etc cct cag aaa gac ctt ctt ggc cag gta 1296 
Glu Glu Arg Me Pro Ser Leu Pro Gin Lys Asp Leu Leu Gly Gin Val 

420 425 430 



25 cgt get etc gaa gac act taa 
Arg Ala Leu Glu Asp Thr 
435 



1317 



WO 01/66736 PCT/JP01/01871 

23/3 1 



<210> 6 
<211> 438 
<212> PRT 
5 <213> Mouse 



<400> 6 

Met Ala Arg Thr Pro Gly Pro Ala Pro Leu Cys Pro Gly Gly Gly Lys 
15 10 15 

10 Ala Gfn Leu Ser Ser Ala Phe Pro Pro Ala Ala Gly Leu Leu Leu Pro 

20 25 30 

Ala Pro Thr Pro Pro Pro Leu Leu Leu Leu Leu lie Pro Leu Leu Leu 

35 40 45 

Phe Ser Arg Leu Cys Gly Ala Leu Ala Gly Ser lie tie Val Glu Pro 
15 50 55 60 

His Val Thr Ala Val Trp Gly Lys Asn Val Ser Leu Lys Cys Leu lie 
65 70' 75 80 

Glu Val Asn Glu Thr lie Thr Gin tie Ser Trp Glu Lys fie His Gly 

85 90 95 

20 Lys Ser Thr Gin Thr Val Ala Val His His Pro Gin Tyr Gly Phe Ser 

100 105 110 

Val Gin Gly Asp Tyr Gin Gly Arg Val Leu Phe Lys Asn Tyr Ser Leu 

115 120 125 

Asn Asp Ala Thr lie Thr Leu His Asn lie Gly Phe Ser Asp Ser Gly 
25 130 135 140 

Lys Tyr He Cys Lys Ala Val Thr Phe Pro Leu Gly Asn Ala Gin Ser 
145 150 155 160 

Ser Thr Thr Val Thr Val Leu Val Glu Pro Thr Val Ser Leu I le Lys 
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165 170 175 

Qly Pro Asp Ser Leu lie Asp Gly Gly Asn Glu Thr Val Ala Ala Val 

180 185 190 

Cys Val Ala Ala Thr Gly Lys Pro Val Ala Gin He Asp Trp Glu Gly 
5 J 95 200 205 

Asp Leu Gly Glu Met Glu Ser Ser Thr Thr Ser Phe Pro Asn Glu Thr 

210 215 220 

Ala Thr lie Val Ser Gin Tyr Lys Leu Phe Pro Thr Arg Phe Ala Arg 
225 230 235 240 

10 Gly Arg Arg Me Thr Cys Val Val Lys His Pro Ala Leu Glu Lys Asp 

245 250 255 

I le Arg Tyr Ser Phe lie Leu Asp He Gin Tyr Ala Pro Glu Val Ser 

260 265 270 

Val Thr Gly Tyr Asp Gly Asn Trp Phe Val Gly Arg Lys Gly Val Asn 
15 275 280 285 

Leu Lys Cys Asn Ala Asp Ala Asn Pro Pro Pro Phe Lys Ser Val Trp 

290 295 300 

Ser Arg Leu Asp Gly Gin Trp Pro Asp Gly Leu Leu Ala Ser Asp Asn 
305 310 315 320 

20 Thr Leu His Phe Val His Pro Leu Thr Val Asn Tyr Ser Gly Val Tyr 

325 330 335 

Val Cys Lys Val Ser Asn Ser Leu Gly Gin Arg Ser Asp Gin Lys Val 

340 345 350 

I le Tyr I le Ser Asp I le Pro Leu Thr Gin Thr Ser Ser I le Ala Val 
25 355 360 365 

Ala Gly Ala Val He Gly Ala Val Leu Ala Leu Phe He He Thr Val 

370 375 380 

Phe Val Thr Val Leu Leu Thr Pro Arg Lys Lys Arg Pro Ser Tyr Leu 
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385 390 395 400 

Asp Lys Val lie Asp Leu Pro Pro Thr His Lys Pro Pro Pro Val Tyr 

405 410 415 

Glu Glu Arg I le Pro Ser Leu Pro Gin Lys Asp Leu Leu Gly Gin Val 
5 420 425 430 

Arg Ala Leu Glu Asp Thr 
435 



<210> 7 
<211> 2178 
<212> DNA 
<213> Mouse 

15 

<220> 
<221> CDS 

<222> (197).. (1846) 

20 <300> 

- <301> Satoh-Horikawa K. et al. 
<302> Nect i n-3, a new member of immunoglobul in- 1 ike eel I adhes ion molecules that shows 

homophilic and heterophtlic cell-cell adhesion activities. 
<303> J. Biol. Chem. 
25 <304> 275 
<305> 14 

<306> 10291-10299 
<307> 2000-04-07 
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<308> GenBank accession No. AF 195833 
<309> 2000-04-13 

<400> 7 

gaattcggca cgagcgacgg cggagtcgag gcagccgcga gcgctcggcc gagtggcggc 60 

gggcggcgac ggcgcaggag ccgggggttg aggacacgcg cgctggccct tccgcgccgc 120 

ggccgccgcc gccgccgcca cccagagcct gaggcgccgg ggcgcgggcg agcgggtggg 180 

ccggggcaag gcgggc atg gcg egg acc ccg ggc cog gec ccg ttg tgt cct 232 

Met Ala Arg Thr Pro Gly Pro Ala Pro Leu Cys Pro 
1 5 10 

gga ggc ggc aaa gca caa ctt tec teg gcg ttt cct ccc gcg gee gga 280 
Gly Gly Gly Lys Ala Gin Leu Ser Ser Ala Phe Pro Pro Ala Ala Gly 
15 20 25 

ctg ctg ctg ccg gec ccg acg ccg ccg ccg ctg ctg ctg ctg ctt att 328 
Leu Leu Leu Pro Ala Pro Thr Pro Pro Pro Leu Leu Leu Leu Leu I le 
30 35 40 

ccc ctg ctt etc ttc tec egg etc tgt ggt gec tta get gga tea att 376 
Pro Leu Leu Leu Phe Ser Arg Leu Cys Gly Ala Leu Ala Gly Ser I le 
45 50 55 60 

att gtg gag oca cat gtc aca gca gtg tgg gga aag .aat gtt tea ttg 424 
lie Val Glu Pro His Val Thr Ala Val Trp Gly Lys Asn Val Ser Leu 
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65 70 75 

aag tgt tta att gaa gtg aat gaa act ata acc cag ate tea tgg gag 472 
Lys Cys Leu lie Glu Val Asn Glu Thr I le Thr Gin lie Ser Trp Glu 
5 80 85 90 

aag ata cat ggc aaa agt aca cag act gtt gca gtt cat cat cct cag 520 

Lys lie His Gly Lys Ser Thr Gin Thr Val Ala Val His His Pro Gin 

95 100 105 

10 

tat gga ttc tct gtt caa gga gat tat cag gga aga gtc ttg ttt aaa 568 

Tyr Gly Phe Ser Val Gin Gly Asp Tyr Gin Gly Arg Vai Leu Phe Lys 

110 115 120 

15 aac tat tea ctt aat gat gca aca att act ctg cat aac ata ggc ttc 616 
Asn Tyr Ser Leu Asn Asp Ala Thr I le Thr Leu His Asn lie Gly Phe 
125 130 135 140 

tea gat tct gga aaa tat ata tgc aaa gec gtt aca ttc cca ctt gga 664 
20 Ser Asp Ser Gly Lys Tyr lie Cys Lys Ala Val Thr Phe Pro Leu Gly 

145 150 155 

aat get cag tec tct aca aca gtg act gtg tta gtt gaa ccc aca gtg 712 
Asn Ala Gin Ser Ser Thr Thr Val Thr Val Leu Val Glu Pro Thr Val 
25 160 165 170 



age ctg ata aaa ggg ccg gat tct tta att gat gga ggg aat gag aca 
Ser Leu lie Lys Gly Pro Asp Ser Leu lie Asp Gly Gly Asn Glu Thr 



760 



WO 01/66736 PCT/JP01/01871 

28/31 



175 180 185 

gta gca gcc gtt tgt gta gca gco act gga aag cca gtc gca cag att 808 
Val Ala Ala Val Cys Val Ala Ala Thr Gly Lys Pro Val Ala Gin lie 
5 190 195 200 

gac tgg gaa ggt gat ctt ggt gaa atg gaa tct agt aca act tot ttt 856 

Asp Trp Glu Gly Asp" Leu Gly Glu Met Glu Ser Ser Thr Thr Ser Phe 
205 210 '215 220 

10 

cct aat gaa aca gca acg att gtc age caa tac aag ctg ttt ccc aca 904 

Pro Asn Glu Thr Ala Thr lie Val Ser Gin Tyr Lys Leu Phe Pro Thr 

225 230 235 

15 aga ttt get cga gga agg cga att act tgt gtt gta aaa cat cca gcc 
Arg Phe Ala Arg Gly Arg Arg lie Thr Cys Val Val Lys His Pro Ala 

240 • 245 250 

4 

tta gaa aag gac att cgc tac tct ttc ata eta gac ata cag tat get 
20 Leu Glu Lys Asp I le Arg Tyr Ser Phe I le Leu Asp I le Gin Tyr Ala 

255 260 265 

cct gaa gtt tea gta aca gga tat gat gga aat tgg ttc gtg gga aga 1048 
Pro Glu Val Ser Val Thr Gly Tyr Asp Gly Asn Trp Phe Val Gly Arg 
25 270 275 280 

aaa ggt gtt aac etc aag tgt aat get gat gca aac cct cca ccc ttc 1096 
Lys Gly Val Asn Leu Lys Cys Asn Ala Asp Ala Asn Pro Pro Pro Phe 



952 



1000 
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285 290 295 300 



10 



aag tec gtg tgg age agg ttg gat gga caa tgg cct gat ggt tta ttg 1144 
Lys Ser Val Trp Ser Arg Leu Asp Gly Gin Trp Pro Asp Gly Leu Leu 

305 310 315 



gcg tea gat aat act ctt cat ttt gtc cat cca ttg act gtc aat tat 1192 
Ala Ser Asp Asn Thr Leu His Phe Val His Pro Leu Thr Val Asn Tyr 

320 325 330 



tct ggc gtt tat gtc tgt aaa gta tea aat tec ctt ggt caa aga agt 1240 
Ser Gly Val Tyr Val Cys Lys Val Ser Asn Ser Leu Gly Gin Arg Ser 
335 340 345 



15 gat caa aag gtt ate tac att tea gat cct cct acc acc acc ace ctt 1288 
Asp Gin Lys Val I le Tyr lie Ser Asp Pro Pro Thr Thr Thr Thr Leu 
350 355 360 



cag ccg aca gtt cag tgg cat tec tea cct get gac gtc cag gat ata 1336 
20 Gin Pro Thr Val Gin Trp His Ser Ser Pro Ala Asp Val Gin Asp lie 
■ 365 370 375 380 



gca aca gag cat aaa aaa ttg ccc ttt cct ttg tea act ttg gca aca 1384 
Ala Thr Glu His Lys Lys Leu Pro Phe Pro Leu Ser Thr Leu Ala Thr 
25 385 39Q 395 



ctt aag gat gac aca att ggc acc ate att get agt gta gtg ggt ggg 
Leu Lys Asp Asp Thr I le Gly Thr lie Me Ala Ser Val Val Gly Gly 



1432 
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400 



405 



410 



get etc ttc tta gtg ctt gtg age att tta get ggg gta ttc tgc tat 1480 
Ala Leu Phe Leu Val Leu VaJ Ser J la Leu Ala Gly Val Phe Cys Tyr 



415 



420 



425 



10 



agg aga cga egg acg ttt cgt gga gac tac ttt gec aaa aac tac att 1528 
Arg Arg Arg Arg Thr Phe Arg Gly Asp Tyr Phe Ala Lys Asn Tyr I le 



430 



435 



440 



cca cca tea gac atg cag aaa gaa tea cag att gat gtt ctt cac cag 1576 
Pro Pro Ser Asp Met Gin Lys Glu Ser Gin He Asp Val Leu His Gin 



445 



450 



455 



460 



15 gat gag ctg gat tct tac cca gac agt gta aaa aag gaa aac aaa aat 1624 
Asp Glu Leu Asp Ser Tyr Pro Asp Ser Val Lys Lys Glu Asn Lys Asn 



465 



470 



475 



cca gta aac aac ctg ate cgc aaa gac tac tta gag gag cct gag aaa T672 
20 Pro Val Asn Asn Leu lie Arg Lys Asp Tyr Leu Glu Glu Pro Glu Lys 



480 



485 



490 



25 



act cag tgg aat aat gta gag aac etc act agg ttt gaa aga ccg atg 1720 
Thr Gin Trp Asn Asn Val Glu Asn Leu Thr Arg Phe Glu Arg Pro Met 



495 



500 



505 



gat tac tat gaa gat eta aaa atg gga atg aag ttt gtc agt gat gaa 
Asp Tyr Tyr Glu Asp Leu Lys Met Gly Met Lys Phe Val Ser Asp Glu 



1768 
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510 515 520 

cgc tac aat gaa agt gaa gat ggt ttg gtt tct cat gta gat ggc tec 1816 
Arg Tyr Asn Glu Ser Glu Asp Gly Leu Val Ser His Val Asp Gly Ser 
5 525 530 535 540 

gta att tec agg agg gag tgg tat gtc taa cagccactga cgcgacttca 1866 
Val I le Ser Arg Arg Glu Trp Tyr Val 

545 550 

10 

ctatgtacaa ggtttcattc acactagttg accattttca gattgttcat actttttctt 1926 
gaggaagaat aagctttttc aagttgattt cgagcttact ttttatattc tgatctgaca 1986 
15 aatgaaaatg taaaacctgg gttcaatgta tetgagctge tttacagttt teactgetat 2046 
actactgtct caagatttaa attctaatgc agagtacttt attggtctga ggcacacagg 2106 



taagaaagat gtcaacgtta aatgtatgac gtttttggta caaaaattaa aaaaaaaaaa 2166 

20 

aaaaaactcg ag 2178 
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